Figure 5b 
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PGGARFGKGNGQI WRHMFHCTGTEQHMGDCPVTAXjGASLC PSEQVASVI CS GNQSQTLSS 68 7 

PGGARFGKGNGQIWRHMFHCTGTEQHMGDCPVTALGASLCPSEQVASVICSGNQSQTLSS 72 0 

PGGARFGKGNGQI WRHMFHCTGTEQHMGDCPVTALGASLC PSEQVASVI GS GNQS QTLSS 68 7 

PGGARFGKGNGQ I WRHMFHCTGTEQHMGDCPVTALGASLC PSEQVASVI CS GNQSQTLSS 6 8 7 
********************************************************** 

CNSSSLGPTRPTI PEESAVACIESGQLRLVNGGGRCAGRVEI YHEGSWGTI CDDS WDLSD 74 7 

CNSSSLGPTRPTIPEESAVACIESGQLRLVNGGGRCAGRVEIYHEGSWGTI CDDSWDLSD 78 0 

CNSSSL.GPTRPTI PEESAVACIESGQLRLVNGGGRCAGRVEI YHEGSWGTI CDDSWDLSD 74 7 

CNS S S LGPTR PT I PE E S A VAC I E S GQLRL VNGGGR CAGR VE I YHE GS WGT I CDDS WDLS D 74 7 
************************************************************ 

AHWCRQLGCGEAINATGSAHFGEGTGPI WLDEMKCNGKESRI WQCHSHGWGQQNCRHKE 8 0 7 

AHWCRQLGCGEAINATGSAHFGEGTGPI WLDEMKCNGKESR I WQCHSHGWGQQNCRHKE 84 0 

AHWCRQLGCGEAINATGS AHFGEGTGPI WLDEMKCNGKESR I WQCHSHGWGQQNCRHKE 8 07 

AHWCRQLGCGEAINATGSAHFGEGTGPI WLDEMKCNGKESRI WQCHSHGWGQQNCRHKE 8 07 
************************************************************ 

DAGVI CSEFMSLRLTSEASREACAGRLEVFYNGAWGTVGKSSMSETTVGWCRQLGCADK 867 

DAGVI CSEFMSLRLTSEASREACAGRLEVFYNGAWGTVGKSSMSETTVGWCRQLGCADK 90 0 

DAGVI CSEFMSLRLTSEASREACAGRLEVFYNGAWGTVGKSSMSETTVGWCRQLGCADK 867 

DAGVI CSEFMSLRLTSEASREACAGRLEVFYNGAWGTVGKSSMSETTVGWCRQLGCADK 867 
************************************************************ 

GKINPASLDKAMS IPMWVDNVQCPKGPDTLWQCPSSPWEKRLASPSEETWITCDNKIRLQ 927 

GKI3SrPASLDKAMS IPMWVDNVQCPKGPDTLWQCPSSPWEKRLiASPSEETWITCDNKIRLQ 96 0 

GKINPASLDKAMS I PMWVDNVQCPKGPDTLWQCPSSPWEKRIiASPSEETWITCDNKIRLQ 92 7 

GKINPASLDKAMS I PMWVDNVQCPKGPDTLWQCPS S PWEKRLAS PS EETWI TCDNK IRLQ 927 
************************************************************ 

EGPTS CS GRVE I WHGGS WGTVCDDS WDLDDAQWCQQLGCGPALKAFKEAE FGQGTGP I W 98 7 

EGPTS CS GRVE I WHGGSWGTVCDDS WDLDDAQWCQQLGCGPALKAFKEAE FGQGTGP I W 102 0 

EGPTS CSGRVE I WHGGSWGTVCDDS WDLDDAQWCQQLGCGPALKAFKEAE FGQGTGPI W 987 

EGPTS CS GRVE I WHGGSWGTVCDDS WDLDDAQWCQQLGCGPALKAFKEAE FGQGTGP I W 987 
************************************************************ 

LNEVKCKGNESSLWDCPARRWGHSECGHKEDAAVNCTDISVQKTPQKATTGRSSRQSSFI 1047 

LNEVKCKGNESSLWDCPARRWGHSECGHKEDAAVNCTDISVQKTPQKATTGRSSRQSSFI ICS 0 

LNEVKCKGNESSLWDCPARRWGHSECGHKEDAAVNCTDISVQKTPQKATTGRSSRQSSFI 104 7 

LNEVKCKGNESSLWDCPARRWGHSECGHKEDAAVK CTDIS VQKTPQKATTGRSSRQSSFI 1047 
************************************************************ 

AVGILGVVLLAIFVALFFLTKKRRQRQRLAVSSRGEl^rLVHQIQYREMNSCLNADDLDLMN 1107 

AVGILGVVLLAIFVALFFLTKKRRQRQRLAVSSRGEIsILVHQIQYREIWSCLNADDLDL^ 114 0 

AVGILGWLLAXFVALFFLTKKRRQRQRLAVSSRGENLVHQIQYREMNS CLNADDLDLMN 1107 

AVGILGWLLAIFVALFFLTKKRRQRQRLAVSSRGENLVHQIQYREMNSCLNADDLDLMN 110 7 
************************************************************ 

SSG GHSEPH 1116 

SBG GHSEPH 114 9 

S SGLWVLGGS I AQGFRS VAAVEAQTFYFDKQLKKS KNVI GSLDAYNGQE 1156 

SSE NSHESADFSAAEIilSVSKFLPISGMEKEAILSHTEKENGNL 1151 

* * * 
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Figure 6a 
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Figure 7a 




